Modulation of B. pseudomallel Immune Responses by Human-like T Cell Epitopes
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Burkholderia pseudomallei is a Gram negative, motile
INTRODUCTION with " highest

saprophyte endemic to tropical areas,
concentrations in Southeast Asia and northern Australia. Individuals exposed to B. pseudomallei
suffer from melioidosis, a potentially fatal disease with a range of complications including
widespread abscess formation, pneumonia, healing-resistant lesions of the skin and soft tissue,

Human-like epitopes in B. pseudomallel antigens induce regulatory T cell-mediated
sharcomens i Gagrosics s s regmons evcarr s 3 esare tolerance & serve as novel targets for increasing vaccine efficacy in melioidosis prevention

treatment now appear to be on the rise. Given the environmental prevalence, ease of acquisition,
and the lack of novel antibiotics on the horizon, the bacteria’s potential as a biological threat is also
abundantly clear. Despite the overwhelming need for prophylactic measures, we have yet to
identify an efficacious and safe vaccine formulation for public use. Multi-agent vaccines against
biological threats promise to efficiently induce protective immunity, reduce distribution and
dispensing requirements and defend against an expanding bioweapon agent landscape to benefit SU PPO RTI NG DATA'
the Warfighter and defense operations. Combination vaccines, however, run the risk that one
vaccine component may interfere with the ability of another to stimulate immunity. Interference
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