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Conclusions

Threshold * All predicted epitopes are recognized by immune cells generated during infection
lust : :
CIUSIEIS * Our SARS-CoV-2 peptides recall a Thl response In recovered donors

* The predicted SARS-CoV-2 peptides may stimulate pre-existing iImmunity to common cold coronaviruses
» Cross-reactive memory may boost immunity in infection and vaccination

n=132450

32 clusters with no peptide
synthesis red flags

Gamma

s * Preliminary safety studies identify no induction of the responses associated with ERD following vaccination with EPV-CoV-19
* Robust recall responses can be measured only from Th1l/Tcl cells isolated from vaccinated animals, confirming a targeted response
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